














Supplementary_Table_1_ClusterStatistcs_Seurat

Homeostatic MHCII/HLA DAM IFN Degranulation
F_5X_WT_Cells 510 334 136 50 9
F_5X_WT_Clust_Percent 35.4 64.9 86.1 45.5 39.1
F_5X_WT_Percent_Total 49.1 32.1 13.1 4.8 0.9
F_5X_TR_Cells 929 181 22 60 14
F_5X_TR_Clust_Percent 64.6 35.1 13.9 54.5 60.9
F_5X_TR_Percent_Total 77 15 1.8 5 1.2
KOvsWT_Percentage_Fold 1.57 -2.14 -7.28 1.04 1.33

Rows Homeostatic MHCII/HLA IFN Degranulation
F_WT_WT_Cells 373 240 76 13
F_WT_WT_Clust_Percent 35.1 47.4 34.7 28.3
F_WT_WT_Percent_Total 53.1 34.2 10.8 1.9
F_WT_TR_Cells 691 266 143 33
F_WT_TR_Clust_Percent 64.9 52.6 65.3 71.7
F_WT_TR_Percent_Total 61 23.5 12.6 2.9
KOvsWT_Percentage_Fold 1.15 -1.46 1.17 1.53



Supplementary Table 2 Primer pairs

Generation of mouse models:
CSF1-Mut-F - TAA CTC CCA GCC TTC CAC AC
CSF1-Mut-R - GAC AAG CTC TGG GGA TTG AA
CSF2-Mut-F - CTT CTT CAG AAC CCC TTG GA
CSF2-Mut-R - CAA AGG TGG CTG CTT TAA GTG
Thpo-Mut-F - CAG GAC TGA AAA GGG AAT CA
Thpo-Mut-R - CGT TGG AAG GCC TTG AAT TT
Rag2-Mut-F - AGG TCC AAG CTG CTG CCA C
Rag2-Mut-R - GTG TGG GAT ATA GCT GTT GG
Il2rg-Com-F - CCA GAG AAA GAA GAG CAA GCA
Il2rg-Mut-R - GAT CCA GAT TGC CAA GGT GA
5x-PS1-F – AAT AGA GAA CGG CAG GAG CA
5x-PS1-R – GCC ATG AGG GCA CTA ATC AT

Generation of cell models:
Trem2_F: 5’ ctgcagagcaagcaagagtg
Trem2_R: 5’ ctggtagagacccgcatcat


